Introduction
The Major Histocompatibility Complex (MHC) of the dog and other canidae appears to be highly polymorphic, and alleles of these genes are likely to be functionally relevant in regulating the immune response and the susceptibility/resistance to immune-mediated diseases. Considerable effort has recently been made in characterizing the extent of the polymorphisms in DLA class II genes. The ISAG DLA nomenclature committee met during the recent`Comparative Evolution of the Mammalian MHC' conference in Manchester in September 2000, and the report of this meeting is given below.
Naming of genes within the DLA region

Class I
Since the previous nomenclature report (Kennedy et al. 1999 (Kennedy et al. , 2000a , studies by J.L. Wagner (unpublished data) have identi®ed locus speci®c primers for four transcribed class I genes. Thus the previously described alleles (Graumann et al. 1998) can be assigned unequivocally to particular loci. In order to avoid the suggestion that any DLA class I genes were homologues of particular HLA class I genes, it was decided that numbers rather than letters would be used at present to name DLA class I genes. The updated list of DLA genes is shown in Table 1a (with newly named genes in bold type), while Table 1b lists other genes which have yet to be con®rmed and do not have of®cial names. Since the ®rst DLA nomenclature report, the DLA region has been mapped to dog chromosome 12 (Mellersh et al. 2000) , and it has been con®rmed that DLA-79 maps to a separate region on chromosome 18. Although DLA-79 and C1pg-26 are orphan genes not located in the DLA region, the DLA Nomenclature Committee considers that naming such genes falls within their remit.
Class II
No new class II gene names were assigned.
Naming of new alleles
The committee reaf®rms the published conditions for naming new alleles (Kennedy et al. 1999 (Kennedy et al. , 2000a .
Since the last nomenclature report, 48 DLA-88, 16 DLA-DRB1, 6 DLA-DQA1 and 15 DLA-DQB1 alleles have been named. Although there is some evidence for 2, 3 and 4 alleles, respectively, for DLA-12, DLA-64 and DLA-79 (Graumann et al. 1998) , no sequence alignments have been published, and no alleles have been lodged in GenBank to date. Therefore no allele names have been assigned for these class I loci. Tables 2±5 list all the named alleles at the following loci: DLA-88, DLA-DRB1, DLA-DQA1 and DLA-DQB1. The tables show new alleles in bold type, and include previous names, accession numbers, and for class II, the canidae in which each allele has been found to date.
The class I alleles for the DLA-88 locus have been named according to the rules de®ned in the previous nomenclature report. Some of these alleles have an additional amino acid at codon 156, and these alleles have received names starting at DLA-88*50101. The sequential numbering for the nucleotides and the codons therefore includes codon 156, although many alleles are missing that codon.
Naming of MHC alleles from other canidae
The principles for naming the MHC genes and alleles in different canidae (dog, grey wolf, red wolf and coyote lineages), and how to apply them to sub-species and hybrids have been considered. The principles established here for the canidae group may have applications in other animals which have been domesticated.
At this point of time it is not considered possible to distinguish class II alleles from domestic dogs, grey wolves, red wolves and coyotes. As can be seen from Tables 3±5, there is some overlap (especially for DLA-DQA1) in the occurrence Sarmiento & Storb (1988 , 1990b , Wagner et al. (1996b,c) of alleles in these different canidae, at all three of the class II loci studied to date. Given that the sample sizes are small for some of the canidae presently examined, it would seem likely that the degree of overlap will increase. As full-length genomic sequences are not as yet available, there are no data as to whether the other exons and the intron sequences are also identical. Compelling evidence of MHC identity exists between these canidae, as several three locus haplotypes have been shown to be shared between dogs, wolves and coyotes. The DLA class II alleles found in any of these canidae will be named in a common series, until such time as they can be shown to be different.
Updated sequence alignments
The updated sequence alignments have been published elsewhere (Kennedy et al. 2001) .
Sequence database
The DLA allele sequences will be integrated into a nonhuman section of the Immunogenetics/HLA database (http://www.ebi.ac.uk/imgt/hla). The alignments should also become available on a web site in the near future. In the meanwhile, the alignment ®les are available by e-mail from lorna.kennedy@man.ac.uk. Grey wolf (n 50)
Red wolf (n 2) Mexican wolf (n 5) Sarmiento et al. (1993 ), b Polvi et al. (1997 ), c Wagner et al. (1998a ), d Francino, GenBank 1997 , unpublished data, e Polvi, GenBank 1998 , unpublished data, f Kennedy & Angles, unpublished data, g Kennedy, unpublished data, h Angles, unpublished data, i Wagner et al. (2000b .
